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2005-2010 Postdoctoral Fellow, Harvard University, Cambridge, MA, US 
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2005 Ph.D. in Neuroscience, Weill Graduate School of Medical Sciences, 

Cornell University, New York, NY, US 
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1997  B.S. with Honors in Genetics, Fudan University, Shanghai, China 
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2020-pres. Member, Developmental Biology Program, Sloan Kettering Institute, New 

York, NY, US 
2020-pres. Professor, Cell and Developmental Biology Program, Weill Graduate 

School of Medical Sciences, Cornell University, New York, NY, US  
2016-2020 Associate Member, Developmental Biology Program, Sloan Kettering 

Institute, New York, NY, US 
2016-2020 Associate Professor, Cell and Developmental Biology Program, Weill 

Graduate School of Medical Sciences, Cornell University, New York, NY, 
US  
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2014 Young Investigator Award, Santa Cruz Developmental Biology Meeting 
2012-2014 March of Dimes Birth Defects Foundation Basil O’Connor Starter Scholar 
2011-2014 Louis V. Gerstner Jr. Investigator 
2010 Award from Harvard Catalyst & InnoCentive Prize for the winning submission to the 

Ideation Challenge on “What Do We Not Know to Cure Type 1 Diabetes” 
2006-2009 Helen Hay Whitney Postdoctoral fellowship 
2004 The Julian R. Rachele Prize in recognition of the best graduate student research 

paper for 2003-2004, Weill Graduate School of Medical Sciences, Cornell 
University 



 

 CV, page 2 

2004 Frank Lappin Horsfall, Jr. Fellowship for Distinguished Achievement, Memorial 
Sloan Kettering Cancer Center 

2002 The Keystone Symposium Travel Scholarship for the Development of the Spinal 
Cord and Neural Crest meeting 

1996 Bao Steel Corp. Scholarship, Fudan University 
1993-1997 People’s Scholarship, Fudan University 
1990-1997 Shu Ping (Soh Bing) Scholarship 
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